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Abstract

“Molecular detection Assay2 (MDA2) SAL”, the isothermal amplification with bioluminescent assay has recently been

available as modified version of previous Salmonella detection kit (MDA1). The performance of MDA2 SAL was compared
to MDA, traditional PCR, and conventional culture (NIHSJ-01-ST4) assay. The MDA?2 assay was 100% specific among 13

strains (6 Salmonella and 7 non-Salmonella). The detection limits were 10° to 10° CFU per mL in spiked food homogenate

samples without enrichment step. The excellent agreement was obtained for the results of MDA2 SAL kit and conventional

culture method from artificially contaminated food samples (10°-10' CFU/25g) with enrichment step. These results suggest

that the MDS assay is a reliable and useful method for rapid screening of Salmonella contamination.
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S. Newport (08: FSD191), S. Weltevredene (03,10:
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1. EFILEXTERBLIUCHERM 2 2CERD 5 DR LR FHEEHBRER.

WO g i o NoR—s A oz
Strain serotype (Log CFU/mL)
MDAl MDAZ MDAl MDAZ MDAl MDA2 MDAl MDA2 MDAl MDAZ MDAl MDAZ MDAl MDA2

S. Thompson 04 4.0 3.0 4.0 4.0 4.0 3.0 4.0 4.0 4.0 4.0 4.0 4.0 5.0 5.0
S. Senftenberg o7 4.4 34 4.4 3.4 34 34 4.4 4.4 3.4 34 4.4 4.4 4.4 3.4
S. Typhimurium 09 29 39 29 29 39 1.9 39 39 39 39 39 29 4.9 39
S. Enteritidis 01,1319 42 4.2 3.2 3.2 3.2 4.2 32 3.2 3.2 3.2 4.2 4.2 3.2 4.2
S. Newport 08 3.2 32 4.2 4.2 3.2 4.2 32 32 4.2 3.2 32 4.2 4.2 4.2
S. Weltevreden 03,10 38 38 4.8 3.8 3.8 4.8 38 2.8 2.8 3.8 38 38 4.8 4.8

BAIEI mLY4 72 ) OB % (log/mL) %7K .

%£2. MDA2, MDA1x v M & R MRAEBRER

Strain MDAl MDA2
Salmonella Typhimurium + +
Thompson + +
Enteritidis + +
Senftenberg + +
Newport + +
Weltevreden + +
Citrobacte diversus - -
freundii - -
Escherichia coli - -
Enterobacter cloacae - -
Cronobacter sakazakii - -
Psuedmonas aeruginosa - -
Proteus vulgaris - -

%3. iR AEHICS. Typhimurium% 10°CFU/25g#%&
LEEL 5 DEFEICL ZMERR

MDAl MDA2 PCR ek
=Y rF— + + + +
WA + + + +
a5 + + + +
INYIN=T + + + +
W TANZ + + + +

MDAL & RIS T3 AR R TREPLETH L EE R
LNz, —HRICBPW4 EOMEE I X BV E L
I ORI R T TIE, 24FFR OR; 2 T10° CFU/mMLEL E
DBEEFTHHICETLIEEZONLZ EH D, Ml
JEJE1210° CFU/MLZ A5 T ENIEH VTR 5 Diid A
7)== IBREICT AR EEZ O 5
(AR 0 PG 2 BRI TR A SO CTRINT 5
&, B TR TR 20 1 LAY6S0 1 LoDl HH 5k 38
WCHI S, AR T RO TAE T 20 u L%
EF RS E CEBM SN D Z L5, MDA2, MDAL
EHI2B X #18x10° CFU/ML (Log 3.3 CFU/mL) &

ARSI Nz R OMMEEORERD ZOWRELL O
EERLTHEY, WIS IZITITE R ) (2 ERR
Rl TN EEZ N

MDA2, MDAlF v | OFREHBOK R Z &K 212
RL7z. SRIORBRTIE, HEERBROZ-DI, &
HFWEDLL Dy —2% 5D 5%V E R TOHHDO4
B, O7H#HE, O9%E, O1, 3, 19%, O8¥E, 03, 10% #%
BIRL, 2oh» 5 REN WL W CERICHL
72, F 72, HHEMTd 5 CitrobacterS: % v MR E L,
EBREA AT WMFy PEBRXHVERATBITZOD
OB DOWT, BEMES X OB S
FEEIZOWTOMEIEIFEO Lo 72,

BRI, EBEOAMTOHERZMEL T, AL
OB RER % 1T - 72. BPWE; R A S5 ODMDA2,
MDAC & AR IEBEE 20 ), Z ofERIEHER
DOPCRIFICE BAERE D —F L/ (£3). o TAHR
FIPEROBIETHRETE L L CRSEOKEL L
THBY, SHERAL-EMICBYTIEESZ T2
otz Fio, BANEICHEU-BREOMF/RL S —H
T5IENLL, KEOBPHNAZ ) —= v T~\D
HHMZRE L7

MDA2{:Tld, BRI A 7 v 7HMDALE L ) 4
JbEN-Ta ra— e ko7 Hix vy hOMDAL
BT, BRI R A o sE R Tk &
AT L2EOTEILETH - 7275, MDA2IETITH
MU R B W20 u LE B OB WREE IS Z, FHED
FEMAS G L7tk €0 REA0uLE BHHEH®
{EF BRI ITIA 5 2 & TR T T 5115 il 2
TV T THY BB OBIMEEZRFEL T/, MDA2
P CIIARREY B O T AR IR & o LI EH Tk %
<, FL— MRNC X 2 KW E OB EH C RS
DBRZEEToTVAS. BIZEBA + V3B ST BRI
ISR 52 5 2 EPRES I, RN £ 72130
FEREEAC & o TIIMDA2IC X i 71 b a— )iz
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