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Characterization of virulence-resistance plasmids
carried by emerging multidrug resistant
Salmonella Typhimurium isolated from cattle in
Hokkaido, Japan
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Characterization of virulence-resistance plasmids carried by emerging multidrug resistant

Salmonella Typhimurium isolated from cattle in Hokkaido, Japan
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HFNM R EE 79 A 2 FpYT1(110 kb) B L U pYT2
(130 kb) DEIFERF|ZREL, EBEISRT—F X—2
(DDB]J:DNA Data Bank of Japan) (2%%% L 7= (accession
number, AB576781, AB605179) -

pYT1 B X UpYT21%S Typhimurium A53@ IZERA S
% MERIFF IR EYE 72 X 3 R pSLT 12, EAIM L& T
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like 77 A1 A4 y77urkedil&ERLTn (H1),
pYT2 Tl & HICERIE, 79 A FOBEHEIZE T 4#E
&t IncFIB/repA2 % & ir5His (left region) AMFEA S
Tw/z (® 1), Left region (&4 )V E & 5 3k A4
75 Z 3 F pU302L (accession number, NC006816) 3 &
'S, Dublin H13 0 #AMHE: 75 2 3 F pSD8S (accession
number, JF267652) & &\ AHEM:%Z 7R L, right region 1%
pSD88 LW AR R L7ze D Z &nh, IhHD
T T AI NOHEASNIHIBTOHRE %> T ST REE
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number, JF274991), B X 0" pSal8934b (accession number,
JF274992) & &R Z R L, 72 BWTH pYTL B
LU pYT2 & RO FEHITHEF LT T A I FOELET

WREMEASR E 41726 S Typhimurium o FH i F 4
75 AI FIZEHLTIE, WL o0 ad b, BEicHs <
nTWwW5b 75 A3 FpSTMDTI2L ¥ X U pSLT-BT ¥
Ti&, AR 2 EOEE N7 VAR D IS26
EALPSLT IZIHA SN TS, pYTI BL U pYT2d =
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—HPRBLTBY, BEEGEREIREDON o7,

2. blacyy.e. 75 A= ROIEERTIDHENT

Y7+ 7 X AN TIE 120 kb B L V110 kb @ 2
HMEOTIFIAIFPRDONI 1I0kb DT T AIF
& blargy, & & D12 spvC % FeH 72 pYT1 F AL S A it
WIREM 75 23 FTHo72 (pYT4, accession number,
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H 1 (pYT3, accession number, AB591424) , blacyys LA+
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MR IEEE 75 A 3 F pYT2 O left region & &5\ [FE
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Varyeir—a ilioTELLDIDOTHY, GI-VIL6
L pYT31ix & H 12 pAR060302 R &5 Z EAVREN
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BIEFPRIBLTEY, HEEERIZRD LN Do 72,
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